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Supplementary Table SI. Amino acid mutations 
identified in the study group.

Substitution/ 
Mutation

Treatment naive 
group No (%)

SOF/DCV treated 
group No (%)

A17S 16(51.6%) 3(23.0%)
A21T 22(70.9%) 11(84.6%)
S24A - 1(7.6%)
M28T - -
A30T - 1(7.6%)
L31V/F/I - -
P58T - 1(7.6%)
A62R/S/T/V 26(83.8%) 11(84.6%)
T64A 10(32.2%) 8(61.5%)
H85Y 12(38.7%) 3(23%)
Y93H - 2(15.3%)
S98G - 3(23%)
S103P 12(38.7%) 9(69.2%)
E137G 6(19.3%) 6(46.1%)
A147P 6(19.3%) 3(23.0%)
D172E 14(45.1%) 9(69.2%)
M176T/V/S 7(22.5%) 6(46.1%)
L179M 5(16.1%) 7(53.8%)
H180N 17(54.8%) 6(46.1%)
T183A/V 22(70.9%) 8(61.5%)
L158F/I 4(12.9%) 4(30.7%)
R204T 4(12.9% 2(15.3%)
T213A 5(16.1%) 1(7.6%)
K20R 2(6.4%) 1(7.6%%)
K41R 7(22.5%) -
A25T/C/S 2(6.5% -
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