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Supplementary Figure 1: Phylogenetic analysis of partial nucleotide sequence for the nonstructural polyprotein gene
(Replicase gene) of Acute Bee Paralysis Virus (ABPV), we have got sequences of sixteen (16) viruses from the positive
examined samples representing the geographical distribution in Egypt. We have observed that all the Egyptian viruses
have been gathered in the same group closely related to each other and genetically related to CR-026-Zimbabwe virus
-2017, except the Egyptian strain 42-ABPV-Minya-Egypt-2021 which is genetically related to viruses from china,
Poland and Hungary. The taxa of all the Egyptian viruses have been labeled with black circle.
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Supplementary Figure 2: Phylogenetic analysis of partial nucleotide sequence for the nonstructural polyprotein gene
(Replicase gene) of deformed wing virus (DWV'), we have got sequences of twenty three (23) viruses from the positive
examined samples representing the geographical distribution in Egypt. We have observed that all the Egyptian viruses
have distributed in different groups, clustering with the worldwide viruses and not related to each other. The taxa of all
the Egyptian viruses have been labeled with black circles and bold font.
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Supplementary Figure 3: Phylogenetic analysis of partial nucleotide sequence for the nonstructural polyprotein gene
(Replicase gene) of Sacbrood virus (SBV'), we have got sequences of ten (10) viruses from the positive examined samples
representing the geographical distribution in Egypt. We have observed that all the Egyptian viruses have gathered in the
same cluster and are genetically close related to each other. The taxa of all the Egyptian viruses have been labeled with

black circles and bold font.
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Supplementary Figure 4: Phylogenetic analysis of partial nucleotide sequence for the nonstructural polyprotein gene
(Replicase gene) of Israeli acute paralysis virus (IAPV'), we have got sequence of one virus only from the positive examined
samples. We have observed that the Egyptian virus is genetically related to the viruses from Israel 2007, Korea, and
China. The taxon of the Egyptian virus has been labeled with a black circle.
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Supplementary Figure 5: Phylogenetic analysis of partial nucleotide sequence for the nonstructural polyprotein gene
(Replicase gene) of Lake Sinai virus (LSV'), we have got sequences of 16 viruses from the positive examined samples.
We have observed that the Egyptian viruses are genetically related to the genotype LSV-4 including viruses from China

2021.The taxa of the Egyptian viruses have been labeled with a black circle

o o .
Lol Links

Month 20xx | Volume x | Issue x | Page 6 6 Resoarci ks



Advances in Animal and Veterinary Sciences

KY741959.1:4579-4924 Black queen cell virug izolate GS1 T
MZ821803.1:4592-4937 Black queen cell virug izolate BQCV No4 Acc014-TL2016
KP119603.1:4496-4842 Black queen cell virus isolate JL1
MZ821809.1:4592-4937 Black queen cell virus izolate BQCV Nol0 Am024-HN2019
MZ821814.1:4592-4937 Black queen cell virus izolate BQCV Nol5 Am049-5D2019
MT559307.1:4579-4924 Black queen cell virug isolate IN1
— MG649502.1:87-432 Black queen cell virus isolate BQCV1E
MZ821812.1:4593-4938 Black queen cell virus isolate BQCV Nol3 Am043-LN2017
MZ§21800.1:4592-4937 Black queen cell virus isolate BQCV Nol Acc003-BJ2019
| MZ821804.1:4593-4938 Black queen cell virus isolate BQCV No5 Acc019-5D2017
KY465682.1:3024-3369 Black queen cell virus strain VN2
KY465686.1:3024-3369 Black queen cell virus strain QLD
MT096521.1:4599-4944 Black queen cell virus isolate FTAL-7
MW390818.1:4551-4896 Black queen cell virus strain BQCV Sydney
—————— (FU825960.1:79-426 Black queen cell virus isolate 61
MG799370.1:4501-4845 Black queen cell virus isolate KM-1
EF517520.1:4557-4901 Black queen cell virus strain POLAND-5
4@517521.1:4557-4901 Black queen cell virus strain POLAND-6
59 EF517519.1:4556-4900 Black queen cell virus strain POLAND-4
_|——KP271981.1:159-504 Black queen cell virus strain GT1

KY243932.1:4651-4995 Black queen cell virus strain PP
(GU825962.1:80-412 Black queen cell virus isolate 65
MH267694.1:4606-4950 Black queen cell virug isolate BQCV MS
MT636344.1:4592-4936 Black queen cell virug izolate BQCV-MS-AUGLS
MT636346.1:4592-4936 Black queen cell virug izolate BQCV-MS-OCT15
MT636345.1:4592-4936 Black queen cell virug izolate BQCV-MS-SEP15
MT636342.1:4592-4936 Black queen cell virg isolate BQCV-MS-APR15
MT636337.1:4592-4936 Black queen cell virus isolate BQCV-MR-APR15
MN565034.1:4604-4948 Black queen cell virus izolate BQCV/1441
= MG737460.1:487-740 Black queen cell virug isolate Eal4
S D

MG737455.1:440-785 Black queen cell virus isolate Am8
MG737457.1:478-731 Black queen cell virus isolate Am19

61 @ 96-Dakahlia-Egypt-2022
E (GU825963.1:79-423 Black queen cell virus isolate PIR1+

100 — MG737462.1:514-859 Black queen cell virus isolate Et12
MG737456.1:440-785 Black queen cell virus isolate Am9
MG737463.1:481-826 Black queen cell virus isolate Et6
MG737458.1:508-853 Black queen cell virus isolate Am24
L MG737461.1:470-815 Black queen cell virus isolate Ea20

98
&6
50

| MZ821802.1:4605-4937 Black queen cell virus isolate BQCV No3 Acc010-HN2019

MW397638.1:4592-4936 Black queen cell virus isolate BQCV/Tsrael/2018

China

Poland

Swedden

United Kingdom

Supplementary Figure 6: Phylogenetic analysis of partial nucleotide sequence for the nonstructural polyprotein gene
(Replicase gene) of Black queen cell virus (BQCV'), we have got sequence of one virus only from the positive examined
samples. We have observed that the Egyptian virus is genetically related to the viruses from Israel 2018, and United

Kingdom strains. The taxon of the Egyptian virus has been labeled with a black circle.
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