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ABSTRACT

Toxoplasmosis is caused by coccidian parasite, Toxoplasma gondii. One third of
human population of the world is believed to be infected with 7. gondii. Cats serve
as final host of 7oxoplasma gondii and are the main source of contamination of
soil and water. Fecal samples from cats at Pet center of UVAS (Lahore, Pakistan)
were screened for coccidian parasites through microscopy examination. DNA was
extracted from positive fecal samples for coccidian parasites and a 7. gondii PCR
was performed. Five sets of primers were designed using PrimerSelect tool for PCR
to amplify SAG2 gene 5’ and 3’ regions. Sequences of 5 fragments of SAG2 were
annotated and analyzed using DNASTAR Lasergene. After phylogenetic analysis
with 3 clonal types and atypical strains, and on the basis of restriction map of Hhal
and Sau3Al, our 3 isolates of 1 gondii were found more closely linked to a typical
strain. This is the first genetic anatlirsis of T. gondii in Pakistan. In order to develop
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as well as maintaining wildlife reservoirs (Frenkel et al.,

Toxoplasmosis is caused by an intracellular protozoan
parasite, Toxoplasma gondii that may result in life-
long colonization in animals and humans (Ali ef al.,
2017; Nicolle and Manceaux; 1909). This protozoa has
cosmopolitan distribution and it is the most common
human zoonotic infection in many geographic regions
of the world (Scott ef al., 2007). The infection can be
acquired by three primary routes: ingestion of tissue cysts
in undercooked infected meat; ingestion of food or water
contaminated with sporulated oocysts shed in the feces
of a cat; and congenitally, across the placenta from the
mother to the fetus when she is infected through one of
the previous two routes during pregnancy (Remington
et al., 1985; Dubey, 1994). Please mention Remington
before Dubey People may acquire infection by accidental
intake of oocysts present in environment (soil, water,
vegetables and fruits) contaminated with feces defecated
by infected felines (definite host) (Benenson et a/., 1982;
Coutinho ef al., 1982; Dubey et al., 2007; Baldursson and
Karanis, 2011; Karanis et al., 2013). The role of cats in the
contamination of environment with their fecal oocysts has

1995; Weigel et al., 1995; Lehmann ef al., 2003). A wide
variability of fecal oocysts varying from 3 to 810 million,
are shed by cats during 3 to 5 days after initial infection
with 7 gondii, and the shedding period lasts for a median
of 8 days, although it may be as long as 3 weeks (Dubey,
1976, 2001, 2002, 2005). Oocysts may survive for months
in soil and water, thereby enhancing the probability of
transmission to intermediate hosts such as birds, rodents
and humans (Yilmaz and Hopkins, 1972; Frenkel ef al.,
1975).

The genotyping studies on 7. gondii’s led to the
description of a clonal population structure with three
main lineages, designated as type I, II and III, related to
mouse-virulence (Darde er al., 1988, 1992; Howe and
Sibley, 1995; Sibley and Boothroyd, 1992). Please rank
the references Genotypes not belonging to the three main
lineages were found predominant in Brazil where the
population structure of Zoxoplasma was more complex,
with a higher genetic diversity than initially described.
These “new” genotypes, or more exactly newly discovered
genotypes, were designated, depending on the authors, as
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